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[Abstract] Long non—coding RNAs (IncRNAs) are critical regulators and modulate immune response epigenetically,
transcriptionally and post—transcriptionally. In antiviral innate immunity, IncRNAs mainly exert regulation effect through interaction with
proteins, DNAs, miRNAs, mRNAs and so on. Meanwhile, viruses are involved in the immune evasion by their own IncRNAs. This review
summarizes the functions and related mechanism of IncRNAs in regulation of innate immune responses and recent advances of IncRNAs
mediating immune evasion in the host—viruses interaction, so as to provide a new direction for the studies and therapeutic strategies of
viral infectious diseases.
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Table 1 LncRNAs in regulation of antiviral innate immune responses
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Table 2 Immune evasion mediated by virus coded IncRNAs
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